2024 FE R HEE
BEL (FAV) BEEAEMDT ) LA R OEH BT

FF#E K4 : Jeffrey Fawcett
B RBITAFT B E4  BBEAIE T 0TI A

1. AREEOMEONE =, B, BRI 2588 LD REf%

U A CTIIRED T ) KBS T — 2 NVERSH TR
0. 2D T —F % FIW T R BBRAT O B L T
WD, BAIXET VRS v A XF X IZBWT, HAA
VIR S SR RO TRk 2 22 RIS Ko TR B IV KB
T — 2% R L TD, Y ANZBWTUHIAARBIW
TSR A MO TE R D KBS 7 — 2 2 5L T,
EITHATF AT AT AT AWl T ) I oy {0
FHEIZEY, ZNOOMM B L OB 2RO ) KT
T HEAIC B T 2 A5 52 8% B L T JE A
1T7e>T%,

2. BARRYZLRINE. St T51E

BLAST, RepeatMasker, BWA, samtools, Juicer 72X ™D, K
HET ) BBOY T — 2 e AT T DT DI S =7 a
FLEFEITL, SO R gLz,

3. FER

VD BARB L O R O TE SRR T BRI
= U AT =B IO T HEAR T RAT I E | R o
VOSERFEAS, FE, YT 3 —myo 8 HARIREEEO 3
DOOEMIZKBISNDZ Enbhotz, TV 3B [EE

VIR TR b7 % I i RS U IR DR T o R
T BOGYE~O B DAl iR A [ E LT,

VHARFTAF DL OEA A WG BAR OIS
DIRE = BT 5L T, Y aAXF AT DS ) AICE
T DB A DA N WIS RO BAR D)5 % 5R<
HEL CWAZENHGNI o1, Fio, B RIRE v
Hi~C, Omni~C <2 RNA-seq DT I2 L0 HEE 2 AR
FORBFEOTE Y 2 RT 4V AT B L I TEND
Nz,

4. F&H

VXD RIBAEFAENTIZ LY 1EY DO FEAL AR TE D
FRIZHOWT, F-Z2 0l TELS B £ OS5 i i
(L DOFEREZ DN T 725 Rasteb gz,

Fo AR F A FICB N THEEE BN BRI E Y 23
FAY AN KE R TR BB % R T 2 LB SN o7,

a1
2

R OG- RS2

g={10}

VNIZBWTIEL B AREHD Y SO KIAET — X AT
HARIZETS HE&FE&@@{K%’E?W%\{K@J?I
fnFDlREZBEET,

LEAXFTAFITBWTIE, AL R A BAR % A
WFEICID, MG AR = 1T 47 A SO G
LD BHRZALNNZ TS,



2024 FE R HEE
2024 B FIRMFFERRRY A

[HEh oI -3 ]
1. Ishii K, Kazama Y, Hirano T, Fawcett JA, Sato M, Hirai MY, Sakai F, Shirakawa Y, Ohbu S & Abe T.

Genomic view of heavy—ion induced deletions associated with distribution of essential genes in Arabidopsis thaliana.

Front. Plant Sci. 15:1352564 (2024).

[DER%E]

1. Fawcett JA. Adaptive evolution during the domestication and dispersal process of common buckwheat.
55 AT 8] B AR TEW S @] (2024 4 11 7)

2. Fawcett JA et al., Population genetic analysis reveals the domestication and dispersal process of common buckwheat.
A AR R 96 [MIR 2, Mk (2024 459 1)

3. Fawcett JA. Population genetic analysis reveals the domestication and dispersal process of common buckwheat.
A AHE L5 26 [RIRE, Z8)11(2024 42 8 H)

[Rz&—Fx%]
1.

Fawcett JA et al. Population genetic analysis reveals the domestication and dispersal process of common buckwheat.

Annual Meeting of the Society of Molecular Biology and Evolution, Puerto Vallarta, Mexico (July 2024)



