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Fawcett et al. Genome sequencing reveals the genetic architecture of heterostyly and domestication history of common
buckwheat. Nat. Plants 9:1236-1251 (2023).

[ DEEZER]

Fawcett et al. Genome sequencing reveals the genetic architecture of heterostyly in common buckwheat. HZAERY
2 202349 H. #E

[Rrz—3#]

Fawcett et al. Genome sequencing reveals the genetic architecture of heterostyly in common buckwheat. Annual
Meeting of Society for Molecular Biology and Evolution July 2023, Italy.
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