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Replica state exchange metadynamics for improving the convergence of free energy estimates
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Atomistic Molecular Dynamics Simulation of a Complete Model of Bacterial Cytoplasm
International Conference on Computational Methods ICCM)
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Dynamics, Stability, and Interactions of Proteins and Metabolites in Bacterial Cytoplasm:
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53th Annual Meeting of Biophysical Society Japan
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Protein motions in crowded environment: NMR spectroscopy and molecular dynamics simulation
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